Key indicators: single-crystal X-ray study; T = 296 K; mean (C-C) = 0.003 Å; R factor = 0.040; wR factor = 0.115; data-to-parameter ratio = 13.4.
In the molecular structure of the title compound, C 21 H 25 NO 4 , the dihydropyridine ring adopts a flattened boat conformation while the cyclohexenone ring is in an envelope conformation. In the crystal structure, molecules are linked into a twodimensional network parallel to (101) by N-HÁ Á ÁO and O-HÁ Á ÁO hydrogen bonds. The network is generated by R 4 4 (30) and R 4 4 (34) graph-set motifs.
Related literature
For general background to oxoquinoline derivatives, see: Baba (1997); Baba et al. (1997 Baba et al. ( ,1998 ; Koga et al. (1980) ; Qi et al. (2007) . For a related structure, see: Czaun et al. (2002) ; For graph-set motifs, see: Etter et al. (1990) .
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ). 
tent and selective inhibitor of human immunodeficiency virus type I (HIV-1) transcription (Baba, 1997; Baba et al., 1997 Baba et al., ,1998 . Structure-activity relationships of antibacterial oxoquinolone-3-carboxylic acids have been studied (Koga et al., 1980) . In view of the signficicant biological activitiy, precise single crystal structure determinations of these derivatives are expcted to provide insights in their design and function. The crystal structure of 1H-2-phenyl-3-hydroxy-4-oxoquinolinedimethylsulfoxide has already been reported (Czaun et al., 2002) . The expression, purification and crystallization of 1H-3-hydroxy-4-oxoquinoline 2,4-dioxygenase are reported elsewhere (Qi et al., 2007) .
The dihydropyridine ring of the title molecule ( Fig.1 ) adopts a flattened boat conformation. The cyclohexenone ring is in an envelope conformation with atom C4 at the flap. The 4-methoxyphenyl ring and the planar part of the dihydropyridine ring (C2/C7/C9/C10) are nearly perpendicular to each other, with a dihedral angle of 89.37 (6)°.
In the crystal structure, molecules are linked into a two-dimensional network ( sup-2 Figures   Fig. 1 . The molecular structure of the title compound, with atom labels and 50% probability displacement ellipsoids for non-H atoms. H atoms have been omitted for clarity. 
